A new arbutin derivative, madhuglucoside (1), along with three known arbutin derivatives were isolated from the seeds of Madhuca latifolia in addition to seven other known constituents. Their structures were established on the basis of spectral analysis. Compounds 1a, 2a and 3a were obtained in a pure state after acetylation of the mother fraction and characterized as their acetyl derivatives.
Madhuca latifolia J. F. Macbr. (syn. M. indica J. F. Gmel.) (Sapotaceae) is an important economic plant growing throughout the sub-tropical region of the Indo-Pak subcontinent [1] . It possesses many medicinal properties and different parts of this plant have been used in traditional medicine. In view of the multifarious uses of seeds, flowers, leaves and bark, systematic chemical investigations of the fruit coats and seeds were undertaken in our laboratory, which resulted in the isolation and characterization of several new and known compounds [2] [3] [4] . In continuation of these studies one new and three known arbutin derivatives have been obtained from the seeds of the same species after acetylation and characterized as 6-O-[4-O-(β-D-glucopyranosyl) benzoyl] arbutin (1), 6-O-(4-hydroxybenzoyl) arbutin (2), 6-O-(3,4,5-trihydroxybenzoyl) arbutin (3) , and 4'-O- (3,4,5trihydroxybenzoyl) arbutin, in addition to seven other known compounds. The known constituents included quercetin, taxifoline and the glucoside of stigmasterol, which were previously reported from this source, and hydroquinone, ferulic acid, hexadecenoic acid, 4-O-β-D-glucopyranosyl acetophenone, 4'-O- (3,4,5trihydroxybenzoyl) arbutin, 6-O-(4-hydroxybenzoyl) arbutin (2), and 6-O-(3,4,5-trihydroxybenzoyl) arbutin (3), which are reported for the first time from this source. The known compounds were identified through comparison of their physical and spectral data with those reported in the literature. The data for 2a, the tetraacetyl derivative of 6-O-(4-hydroxybenzoyl) arbutin and 3a, the tetraacetyl derivative of 6-O-galloylarbutin are reported for the first time. Compounds 1a, 2a and 3a were isolated after acetylation of a fraction as efforts to purify the non-acetylated fraction failed to yield any pure compound. In order to confirm that the original compounds have free hydroxyl groups, the 1 H NMR spectrum of the crude mixture was recorded before acetylation; this did not show any acetyl signals.
Compound 1a, the acetyl derivative of 1, was obtained as a yellow gummy solid. The EIMS showed several diagnostic fragment ion peaks ( Fig.1 ). In the FABMS the [M + ] peak was not observed and the peak of highest mass was observed at m/z 847 (M + -COCH 3 ) in CI positive mode.
The molecular formula C 41 H 46 O 22 was deduced from a combined application of EIMS, FABMS and CIMS, and supported by the 1 H-and 13 C NMR (Tables 1 & 2) spectra. The UV spectrum suggested the phenolic nature of 1a [5] . The IR spectrum showed absorption bands of ester and benzene groups.
In the 1 H NMR spectrum of 1a, six sharp singlets for acetate groups were observed ( Table 1) , implying that the Hz, 2H and 7.14, d, J = 8.6 Hz, 2H) for a p-glucosyloxy benzoyl group, and the other system (δ H 6.94, d, J = 9.1, 2H, and 6.87, d, J = 9.0, 2H) for a p-acetoxy phenoxy group. The second region of the spectrum between δ H 5.3 and 3.9 was attributable to sugar protons and included two anomeric proton doublets at δ H 5.01 (J = 7.3 Hz) and δ H 5.02 (J = 7.1 Hz) consistent with the β configuration of D-glucose [6] [7] [8] . The location of the β-D-glucose on the aromatic rings was deduced from the HMBC experiments, which showed correlations between H-1 of glucose and C-1' of the p-acetoxy phenol residue, establishing that the one glucosidic bond is between C-1 and C-1'. The carbonyl signals of the acetyl groups showed long range C-H correlations (HMBC experiment) with six hydrogens of the two glucosidic moieties of the molecule, i.e. at δ 5.26 (4H) and 5.13 (2H), which were assigned by 2D NMR analysis to H-2, H-2', H-3, H-3', H-4 and H-4' of the glucosyl residue, respectively. It also displayed long range correlation between the benzoyl carbonyl and the methylene protons of the one glucose residue, which supported the benzoyl link with C-6 of one of the glucose moieties. The location of the second glucosyl moiety at C-4'' was deduced from long range correlation between C-4'' and H-1''' (HMBC experiment) and confirmed by a peak at m/z 451 in the mass spectrum (fragment g vide structure 
